Supplementary Methods
Total serum testosterone levels were measured by the Endocrine Technologies Support Core (ETSC) at the Oregon National Primate Research Center (ONPRC, Beaverton, OR) using ultrahigh performance liquid chromatography-heated electrospray ionization-tandem triple quadrupole mass spectrometry (LC-MS/MS) on a Shimadzu Nexera-LCMS-8050 instrument (Kyoto, Japan). For sample preparation, 100 µl of serum were mixed with 100 ul ultrapure water (Milli-Q, EMD Millipore, Billerica, MA) containing 0.8 ng/ml testosterone-C3 isotopic standard (Cerilliant, Round Rock, TX) and added to a 400 µl SLE+ extraction plate (Biotage, Charlotte, NC). Testosterone was eluted with 2 x 900 µl dichloromethane (Sigma, St. Louis, MO), dried with forced air and reconstituted in 50 μl of 25% (v:v) methanol:ultrapure water. Quality controls (QCs) were prepared by spiking testosterone standard into normal rhesus macaque serum, yielding concentrations of 4 ng/ml and 6 ng/ml. QCs were subjected to the same SLE+ extraction procedure with four replicates in each assay. For calibration curves, charcoal-stripped human serum (Golden West Biologicals) was spiked with testosterone standard (Cerilliant) in methanol and diluted serially to final concentrations between 0.009 and 10 ng/ml in a 12-point curve. The spiked standards were then subjected to the SLE+ extraction procedure. After the reconstitution step, samples were subjected to LC-MS/MS analysis. Using a Shimadzu SIL-30CAMP autosampler, 25 μl of each sample were injected onto a Raptor 2.7 µm Biphenyl 50 mm X 2.1 mm column (Restek, Bellefonte, PA). Mobile phase consisted of 0.2 mM ammonium fluoride (Sigma) in water (A), and methanol (B) with a flow rate of 0.25 ml/min. Using a Shimadzu Nexera LC-30AD system (LC), gradient elution started at 70% B and increased to 100% B over 4 minutes. After chromatography, 4.30 minutes were spent re-equilibrating the column back to 70% B for a total of 8.30 minutes/sample. Testosterone had a retention time of 3.45 min. Testosterone was detected in positive ion mode with multiple reaction monitoring (MRM) using a Shimadzu LCMS-8050 tandem triple-quadrupole MS with heated electrospray ionization (ESI). The MRM transitions used were: testosterone, 289.1097.20 (quant), 289.10109.25 (qual), m/z; testosterone-C3, 292.05100.40 (quant), 292.05112.00 (qual), m/z. The interface temperature was 300°C, the desolvation line temperature was 150°C, and the heat block temperature was 500°C. The dynamic range for the testosterone standard curve was 0.009 to 10 ng/ml. Data processing and analysis was performed using LabSolutions Software, V5.72 (Shimadzu, Kyoto, Japan). Intra-assay variation was 10%. Because all samples were analyzed using one assay, no specific inter-assay variation was calculated for this experiment. Overall inter-assay variation for this assay in the ETSC is less than 12%. Figure S1 . CRISPR guide RNA sequence used in the embryo injection studies is identified in the NANOS2 ORF (Note: Guide is in reverse orientation, underlined and PAM motif highlighted in blue). A second guide used for SCNT experiment is also shown (in forward orientation, underlined, and PAM motif highlighted in grey). 
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